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PIRGFERZILA S PCR &5 1451%

ShH L1514 TRV-F1 5’ -CCATGATACTGACTCAGTTTGGACCG -3’
T #5149 TRV-R1 5’ -CACTAAGAAAATACCRCTAGTRCAWGCCAT -3’
)il 514 TRV-F2 5’ -GATTAAGGCBCCWTTGGAGAAGTTTG -3’
TS 14 TRV-R2 5’ -GACAAGGGCRTRRCTCCCATGTACAT -3’
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18 cDNA,

[ e RUBEAAR 2 DL % 2
MR 2
RELHSY R
A RNA 8uL
Random Hexamer Primer Ime
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